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Background

Ruminant livestock make a significant contribution to
greenhouse gas (GHG) emissions. Enteric emissions in the form
of methane together with losses from manures and those
associated with land use changes comprise the majority of
livestock related GHG.

Technologies that increase rumen efficiency and lower
methane emissions form a vital mitigation strategy to reduce
global warming impacts.

Objective

Ruminomics will integrate expertise and technologies to
increase rumen efficiency and decrease the environmental
footprint of ruminant production, significantly advancing
current knowledge in this sector.

Methods

Ruminomics will exploit state-of-the-art omics technologies to
understand how ruminant gastrointestinal microbial
ecosystems, or microbiomes, are controlled by the host animal
and by the diet consumed, and how this impacts on
greenhouse gas emissions, efficiency and product quality.

Project structure

Ruminomics is organized into 7 interlinked Work Packages
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« Provide tools and bioinformatics for rapid analysis of phenotypes,

microbiomes
« Create a public metagenomics database
« Effectively disseminate project technologies and results.



